Correction to: *Scientific Reports* 10.1038/s41598-019-52777-3, published online 08 November 2019

In the Supplementary Information file originally published with this Article, supplementary figure S6, showing Best HADDOCK solutions for ETE docking on Dsg1 of four animal species, and supplementary table S4, showing HADDOCK scores, were omitted. These errors have been corrected in the Supplementary Information that now accompanies the Article.

Due to the omitted figure and table, there were additional errors in the main body of the Article.

In the Results section, under the subheading 'Two types of docking orientation predicted',

"Docking simulations were also carried out with human and canine desmogleins (Supplementary Fig. S1) and displayed the same two ETE orientations."

now reads,

"Docking simulations were also carried out with human and canine desmogleins (Supplementary Fig. S6) and displayed the same two ETE orientations."

In the Experimental Procedures section, under the subheading 'Recombinant *ete* gene product',

"Purity of the ETE protein was determined by SDS-PAGE gels (Fig. S2)."

now reads,

"Purity of the ETE protein was determined by SDS-PAGE gels (Fig. S1)."

Under the subheading '*In vitro* digestion of Dsg1 by ETs',

"Non-cropped, non-modified immunoblotting images for *in vitro* digestion of recombinant Dsg1 are presented in supplemental data (Fig. S3)."

now reads,

"Non-cropped, non-modified immunoblotting images for *in vitro* digestion of recombinant Dsg1 are presented in supplemental data (Fig. S2)."

Additionally, there were typographical errors in the Experimental Procedures section, under the subheading 'Molecular docking',

"Residues involved in the active sites of both proteins were required. The active ETE residues were those defined in^9^ (His96, Asp145 and Ser219) and those for Dsg1 were those defined in^52^ (Glu381, Gly382 in protein sequence matching Glu332, Gly333 in structural models)."

now reads,

"Residues involved in the active sites of both proteins were required. The active ETE residues were those defined in Mariutti *et al*.^9^ (His96, Asp145 and Ser219) and those for Dsg1 were those defined in Hanakawa *et al*.^52^ (Glu381, Gly382 in protein sequence matching Glu332, Gly333 in structural models)."
